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Web links to key
documents on our website

Information on quality
control done in the
FEPTU laboratory

For further information on the scheme please refer to:
Scheme Guide: hitpsiiwww gov.uk/govemmentipublications/food-and-water-proficiency-testing-schemes-scheme-guide

Guide to Scoring and Statistics:

hitps:/fwww.go.ukigovemment/publications food-and-water- ciency-testing-schemes-sconng-systems-and-statisics

[[ General guidance for z-scores:
Participants' enumeration results are converted into z-scores using the following formula:
Xi = participants’ result (expressed as a logo value)
Z=[wi-Xa ] Xw =assigned value (participants' consensus median (expressed as a log e value])
T ga = the fixed standard deviation for the examination (calculated by FEFTU)

guide to interpreting z-scores follows, although Isboratories must interpret their scores im the context of their own
laboratory situation:

z=-1901+1.99 satisfactory
=-2to-2.00 or +2 to +2.00 ab
z=<-3.00 or>+3.00 unsatisfactony

It is usually recommended that z-scores exceeding +/-2 are investigated to establish the possible cause. As a general
rule, UKHSA recommends that all questionable and unsatisfactory results are investigated .

The opt-value expresses the acceptable difference between the individual participant’s result and the paricipants”
consensus median.  The optwalue used for caleulating z-scores for all parameters in the Standard Scheme s 035, A

Guidance on
z-scores

FEFTU Quality control: To demonstrate homogeneity of the sample, a minimum of 10 freeze-dried vials, selected
randomly from a batch, are tested in duplicate for parameters requiring enumeration and 10 freeze-dried vials are examined
for pathogen detection.

To demonstrate stability of the sample, a minimum of six vials, selected randomly from a batch, are examined throughowt
the distribution period, sither for enumeration or pathogen detection.

FEPTU results are determined using methods based on IS0 metheds and are included in the 'intended results' letters
which provide guidance for paricipants regarding the assigned values.

The FEPTU results are used for guidance in the preliminary intended results nofification, letters are posted on the website
immediately after every distribution; electronic notification of their availability is sent to all participants

Refer to section 17.0 of the Scheme Guide if you have experenced difficulties with any of the examinations .

h

All participants are reminded that reporting an imcomrect or incomplete identification of pathogens from food samples could
have serious public health implications. Similarly, the levels of micro-organisms reported in the sample may affect the
subsequent outcome for the product.

Participants are reminded that the purpose of scoring is to draw attention to incorrect or outlying results. The
results, as summarised in the performance assessment sheet included im this report, provide a more effective
indication of on-going problems with food microbiclogy examinations.

The bar charts in this report are compiled using the processes outlined in the Guide to Scoring Systems and Statistics for
the allocation of UKHSA scores. Z-scores are included on the sample-specific pages only: the relevant sections will be
left blank if a z-score does not apply.

Please contact FEPTU staff for advice and information -

Repeat samples Carmen Gomes or Kemmin Daruwalla Tel: +44 (0)20 8327 7115
Data Analysis Nita Patel Fax:

Microbiological advice Nita Patel or Zak Prior Email:

General comments and complaints Nita Patel or Zak Prior FEFTU's website

Scheme consultants Melody Greenwood

Scheme Co-ordinator Mita Patel

Accreditation: UKHSA Food EQA Scheme for Standard is accredited by the
United Kingdom Accreditation Service (UKAS) to ISOIEC 17043:2010.

Details of FEPTU
key personnel and accreditation details




Sample number
and contents

List of examinations and
expected result for each
parameter

Additional results and z-scores
information.

Sample: S0753

Contents;  Listeds iwnocus (262107 per disc) {wild strain), Listens monocyfogenss {1.4x10F per disc) (wil strain} - se= comment on
> page 19, Saimonsdls Indiana 14,122:1,7 {70 par disc) (wild strain] - ses comment an page 19, Clostridium Aifermentans
(2.0x107) {wild strain), Laciococrus lactis (2.4x107) {wild strain) , Eschenichia ool (1.9%107) {wild s1rain)
All lewels are pras=nted as colord forming wnits {cfu) per ml reconstituted sample
Expected Results:
Examination Expected Result Your Result Score Z-score
L istaria spp. (including L_moand) Detected in 269 Detected 0
Lmenocytoganes Detected in 25g Detected 4--------- it Bl | il
-=> Satmonels spp. Detected in 25g Detected
Closiiafur geringens <10 cfug— =10
Total Pathogen Score 10 out of 10 100%
Aerchic colond count 7910 - 7.8910° cfu g - 32000 (4.51 loges) 2 0.30
Escharichia coli ETx1P-5Tx10Pcfug 1200 (3.08 logss) 2 052 < ;
Examination Result 2 Z-score
Listiria zap. (nchading L mane) Detected 0
Limanocytogenas Detected 0
Salmonells spp. Detected
Clostridiun peringens =10
Aerobic colonf count 19000 035
— = D| Escharichis e g00 -0.89
Examination Result 3 Z-score
Listaria spp. (including L Detected 0
Lmonocytogenss Detected 0
Sanonels spp. Detected
Clostridiun peringsns =10
Asrohic colonf count 33000 0.34
Escherichia coll 1900 0.05
Listeriz spp. (induding {_mond)
Total participants reporting for Listena spp. (including L.mang) 106
Participants reporting comectly 101 (96%)
L monocytogenes
Total participants reporting for L manocyiogenss 117
Participants reporting comectly 06 (82%)

Your results

pur UKHSA scores and z-scores



Detailed performance
information on this
parameter

Explanation of
symbols in the table

Salmonadia spp.

Total participants reporting for Salmoneada spp. 118
Participants reporting comecty 92 (78%)
Clostridium periingens

Total participants reporting for Clostridium panfingens 85
Participants reporting comecty 75 (B8%)
Aerobic colony count

Total participants reporting for Asrobic colony count 116

Assigned value (participants’ median)

2.5x10* cfu g~ (4.4 logu)

Uncertainty of assigned value [ L{X)=logw cfu g™)

0.

Mo. of outlying counts

4(2 low/ 2 high)

Participants mean

2.4x10* cfu g* (4.38 Iogu)

Standard deviation of participants results *

0.13 logso cfu g

FEPTU QC median

2.8x10* cfu g (4.45 loge)

Escherichia colf

Total participants reporting for Escharichia colf

117

Assigned value (participants’ median)

1.8x10° cfu g~* (3.26 logea)

Uncertainty of assigned value { L{.Xe)=logwe cfu g)

002

MNo. of outlying counts

7 (4 low / 3 high)

Participants mean

1.8x10° cfu g~* (3.25 logsa)

Standard deviation of participants results *

0.16 logs cfu g~

FEPTU QC median

2.0610° cfu g* (3.3 loged)

Total sent samples 146
Non-refurns 2
Mot examined 16

The fixed standard deviation valus [t valus) used for calculation of the z-scores is 0,96 for all param=ters.

" FRobust 5"based on median absalute deviation about the participants’ median (A0,




Aerobic colony count reported by parficipants - Sample S0753

Participants’ and FEPTU's
median results
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Method based presentation
50753 : Aerobic colony count FEFTU Methed: 1S0 4833-1:20H3
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Table summarises the data
for each method shown

Graph of all the results
reported by method used




Sample S0753

Method used

Media used

150 4833-2:2013

Aerabic colonf count Aerohic colonf count Aerobic colonf count Count Count
we=thod Wedia Imncubation repaorted censored
walues
150 4833-1:2013 Wil plate count agar 30°CTZh a
130 4833-1:2013 Pretrifilm Thd J0"Ci48h a
130 4833-1:2013 Pratrifilm T A0TCIT2h a
150 2833-1:2013 Pretrifilm Tid Oither a
150 4833-1:2013 Plat= count agar 30°Ci48h T Q
150 2833-1:2013 Plate count agar J0°CiTzZh &1 a
150 2833-1:2013 Plat= count agar Otther 1 Li]
120 4833-1:2013; IS0 Plat= count agar J0=Ca8h; I0°CT2h o 1
N | N 1 | e b | e
150 4833-1:2013; IS0 Plate count agar JOCITZR o L]
4333-2:2013
IS0 4833.2:2013 Peatrifilm: Thi; Plate count agar J0SCI48HR o L]
150 4833-2:2013 Plat= count agar 30°Ci48h 13 a
150 4833-2:2013 Plat= count agar J0*CiTZh 10 Q
150 4833.2:2013; IS0 Plat= count agar J0SCI48HR o L]
4333122013
150 4853.2:2013; IS0 Plat= count agar JOCT2h o L]
4333122013
WMPM - TEWPD Qzhar 30"Ci48h T a
MPM - TEMPDO Osher A0°CITZh a
WPM - TEWPDO Qzhar Oither 4 a
Crther Qzhar INCT2h a
Crther Osher ATECI24h a
Crther Qzhar Other a
Crther Pretrifilm Tid 30"Ci48h a
Crther Pretrifilm Thd Other 2 a
Orthimr Plat= count agar 30°Cid8h 3 a
Crther Plat= count agar 30°CTZh 4 a
Orther Plate count agar Other B a
Ciher; 150 4833-1:20175; Plat= count agar; Petrifilm Tid; Cther J0CIT2h o 1

Incubation information

Count of results by
method, media and
incubation condition

Note:

The count shown in the ‘Count

censored values’ column includes

data from those laboratories that

reported:

* acensored value

» aresult reported as detected or
not detected

* method data with no results
reported



Notes on performance
assessment

Overall performance of your
results submitted

Results for your laboratory for
the last six distributions

Your overall performance

..___________________________

Comments on performance
Assessment and information
on where get advice

Performance Assessment Sheet

Farticipants are reminded that to take advantage of the performance assessment overime tool provided im the
reports they need to take part in more than one distibution a year.

Performance assessments are designed to identify laboratories with on-going problems with their examinations and
are undertaken after every distribution.
participants’ performancs.

Scores are allocated to results reported for every sample to help assess

Cumulative scores are calculated for every paricipant, for all examination types, for the current and previous five
distributions.  Participants' cumulative scores for each of the examination types are compared with the maximum
possible scores after every distribution.

Your laboratory performed 12 examinations for the last six distibutions.
Pathogen examinations

Your total score is 100 owt of 122 (B2.0%)

ACC

Your total score is 20 out of 24 (33.3%)

Indicator organisms

“Wour total scare is 20 cut of 24 (83.3%)

Distribution | Sample | Examination four score Your % Sample | Examination Your score Your %
S0753 Pathogen 10 out of 10 100 50754 Pathogen 12 out of 12 100
358 50753 ACC Zoutof2 100 50754 ACC 2outof 2 100
50753 Indicator 2outof2 100 50754 Indicator 2outof 2 100
50748 Pathogen 10 out of 12 3.3 50750 Pathogen 12 out of 12 100
358 50749 ACC 2outof2 100 50750 ACC 2 out of 2 100
50749 Indicator 2 out of 2 100 50750 Indicator 2 out of 2 100
S0745 Pathogen 10 out of 10 100 S0748 Pathogen 10 out of 10 100
254 50745 ACC 2outof2 100 30748 ACC 2 out of 2 100
50745 Indicator 2outofl 100 S0748 Indicator 2outof 2 100
SO7T41 Pathogen 10 out of 10 100 50742 Pathogen 10 out of 10 100
352 50741 ACC Zoutof2 100 50742 ACC Zoutof 2 100
50741 Indicator 2 out of 2 100 50742 Indicator 2 out of 2 100
S0737 Pathogen 0 out of 10 0.0 50738 Pathogen 0 out of 10 0.0
250 50737 ACC 0Ooutof2 0.0 S0728 ACT 0 out of 2 0.0
50737 Indicator 0 out of 2 0.0 50738 Indicator 0 out of 2 0.0
50733 Pathogen B out of 8 100 S0734 Pathogen 8 out of 8 100
348 50733 ACC 2outof2 100 50724 ACC 2 outof 2 100
30733 Indicator 2outof2 100 30734 Indicatar 2 out of 2 100
Pathagen Performance AsS2ssment 1o ACC PerpMance Ass2ssment for Indizator Performancs Ass2ssment for
Déstributions 358,356,354,352,350,343 Distributions 353,355,354,352, 350,348 Déstribufions 358,356,354,352,350 346
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Performance Assessment Comment:

Laboratories that achieve less than 70% of the maximum possible score are likely to be experencing significant

problems with their examinations and are advised to

a) refer to the relevant sample reports for specific comments

b) refer to the website guidance documents:
https:Feww.gov uk/govemment/collectionsi external-qual ity-assessment-ega-and-proficiency-testing-pt-for-‘ood-water
-and-environmental-micrebiology

c) contact the organisers for advice.

Lab No: 1258 The data In FEPTU reports Is confidential Page 1Bof 24 Prnted at 19206 on Monday, 15 May, 2023

Overall performance graph
for the last six distributions for
all laboratories




Sample specific comment

General comments

mple ific ment
S0753 - Listeria monocylogenes

21117 (18%) failed to dfisolate the L. monocytog in the sample. The level of L. monocytogenes was
lower compared to the Listeria innocua. The colonies are distinguishable on Ottaviani and Agosti (ALOA) agar; L.
monocytogenes produces a halo and L. innocua does not (see photos below). In the FEPTU laboratory there were very
few colonies of L. monocytogenes growth on the ALOA agar both at half and full Fraser sub-cultures, therefore
laboratories reporting a false negative result have been awarded the comect score when a detected result for the
Listeria spp. has been reported.

Half-Fraser subculture on ALOA; incubated
at 37°C for 48 hours

Full-Fraser subculture on ALOA: incub
at 37°C for 48 hours

General distribution commant:

Participants ane reminded if you do nel examine a specilic paramiler you must retum your resulls as ‘Mol examined'
a5 this impacls the overall scores awarded,

Genersl comments on methods:
Participants that did not provide infarmation on the method and testing conditions, their data is not included in the
method graphs and tables. This information is useful; therefore, participants are encouraged to complete these details.

Medhod based presentation tables for enumeraion results:

Participants are advised if less than 10 laborataries report an enumeration result for a method, no data is shown for the
Median, Robust 5D and the Range Reported. Numbers shown in the ‘Excluded Resulls' column are laboratores that
reporied & censored value
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